
initialize, sysBiolAlg-method

start

.Object,
model: modelorg

...

stop

generate data structures corresponding to 
the used algorithm (constraint matrix, 

right hand side, ...)

generate an empty problem object:
lp ← optObj(solver, method, pType)

initialize problem object:
initProb(lp, nRows, nCols)

set solver parameters
setSolverParm(lp, list of parameters)

load data into the problem object
loadLPprob(lp, further data structures)

set data part of .Object
.Object@problem ← lp

.Object@problem ← "algorithm"
...

additional modi"cations if required

validate problem object

result: sysBiolAlg


