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GNOSIS #’ Initialise GNOSIS

Description

The shiny app will allow the user to explore and analyse clinical and copy number data uploaded
manually or selected from a dataframe containing datasets available through cBioPortal.

Usage

GNOSIS(...)

Arguments

... Further arguments to the runApp function

Details

Note. This shiny app is an updated version of the app published in HRB Open Research. For details
on version updates see NEWS.

Value

Mainly called for the side effect of displaying the shiny app in a browser

Examples

if (interactive()) {
GNOSIS()

}
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